ABSTRACT We used Illumina HiSeq technology to sequence the whole genome of Pseudomonas stutzeri LH-42, a bacterium isolated from petroleum-contaminated soil in Liaoning Province, China. The bacterium contains a series of specific genes involved in the oxidation of organic sulfur compounds.
metabolized the organic sulfur in the Kodama metabolic pathway. A complete wholegenome analysis is in progress, with an expectation to reveal additional information on the catabolic potential of P. stutzeri LH-42.
Accession number(s).
This whole-genome shotgun project has been deposited at DDBJ/EMBL/GenBank under the accession no. NCKS00000000. The version described in this paper is the second version, NCKS02000000.
